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Species Gene Symbol Gene ID GenBank Accession Transcript
Human LZTRI 8216 BC026214 NM_006767

About the gene

Official Symbol LZTR1

Previous Symbol -

Official Full Name | leucine zipper like transcription regulator 1

Synonyms LZTR-1; BTBD29

Location 22ql11.21

Gene Type protein-coding gene

Uniprot ID Q8N653

Pathway/Library others

This gene encodes a member of the BTB-kelch superfamily. Initially described as a putative
transcriptional regulator based on weak homology to members of the basic leucine zipper-like family, the
encoded protein subsequently has been shown to localize exclusively to the Golgi network where it may
help stabilize the Gogli complex. Deletion of this gene may be associated with DiGeorge syndrome.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
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ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx 1ml
ST551-50mg Puromycin Dihydrochloride (FEM4 2% %) 10mg/mlIx5ml
ST551-250mg Puromycin Dihydrochloride (FEM4 2% %) 250mg
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